Table 1. Gene silencing
	gene_id
	UID
	Seq
	Library

	ANO6
	HGLibB_02185
	ATCTTGTTGCTTCTAACTGC
	human_geckov2_library_b_09mar2015

	ANO6
	HGLibA_02185
	CAGCCTTTGGTACACTCAAC
	human_geckov2_library_a_09mar2015

	ANO6
	HGLibB_02183
	GAATCTAACCTTATCTGTCA
	human_geckov2_library_b_09mar2015

	ANO6
	HGLibA_02187
	GCAAGCCACTCCTACAACTG
	human_geckov2_library_a_09mar2015

	ANO6
	HGLibA_02186
	TAGACTTACAATGCGGCTTC
	human_geckov2_library_a_09mar2015

	ANO6
	HGLibB_02184
	TTAATCAAGATAACTGTACA
	human_geckov2_library_b_09mar2015

	BAX
	HGLibA_04183
	AGCGAGTGTCTCAAGCGCAT
	human_geckov2_library_a_09mar2015

	BAX
	HGLibB_04179
	AGTAGAAAAGGGCGACAACC
	human_geckov2_library_b_09mar2015

	BAX
	HGLibA_04182
	CCATTCGCCCTGCTCGATCC
	human_geckov2_library_a_09mar2015

	BAX
	HGLibB_04181
	TCCAGCCCAACAGCCGCTCC
	human_geckov2_library_b_09mar2015

	BAX
	HGLibB_04180
	TCTGATCAGTTCCGGCACCT
	human_geckov2_library_b_09mar2015

	BAX
	HGLibA_04181
	TTTCTGACGGCAACTTCAAC
	human_geckov2_library_a_09mar2015

	CASP1
	HGLibB_07288
	AAAGCTGTTTATCCGTTCCA
	human_geckov2_library_b_09mar2015

	CASP1
	HGLibB_07289
	ATGGAAACAAAAGTCGGCAG
	human_geckov2_library_b_09mar2015

	CASP1
	HGLibB_07290
	CTTGAGAGTCTTGCATATTA
	human_geckov2_library_b_09mar2015

	CASP1
	HGLibB_07288
	AAAGCTGTTTATCCGTTCCA
	human_geckov2_library_b_09mar2015

	CASP1
	HGLibB_07289
	ATGGAAACAAAAGTCGGCAG
	human_geckov2_library_b_09mar2015

	CASP1
	HGLibB_07290
	CTTGAGAGTCTTGCATATTA
	human_geckov2_library_b_09mar2015

	CASP3
	HGLibA_07309
	ATGTCGATGCAGCAAACCTC
	human_geckov2_library_a_09mar2015

	CASP3
	HGLibA_07310
	ATTATACATAAACCCATCTC
	human_geckov2_library_a_09mar2015

	CASP3
	HGLibA_07311
	AATGGACTCTGGAATATCCC
	human_geckov2_library_a_09mar2015

	CASP3
	HGLibB_07303
	TGTTCCAAGGAATGACATCT
	human_geckov2_library_b_09mar2015

	CASP3
	HGLibB_07304
	GATCGTTGTAGAAGTCTAAC
	human_geckov2_library_b_09mar2015

	CASP3
	HGLibB_07305
	TACCTGAATAATGAAAAGTT
	human_geckov2_library_b_09mar2015

	CASP7
	HGLibA_07321
	CGTTTGTACCGTCCCTCTTC
	human_geckov2_library_a_09mar2015

	CASP7
	HGLibA_07322
	TGCGATCCATCAAGACCACC
	human_geckov2_library_a_09mar2015

	CASP7
	HGLibA_07323
	TTGATATTTAGGCTTGCCGA
	human_geckov2_library_a_09mar2015

	CASP7
	HGLibA_07322
	TGCGATCCATCAAGACCACC
	human_geckov2_library_a_09mar2015

	CASP7
	HGLibB_07317
	TTCCCAGATGGCAGATGATC
	human_geckov2_library_b_09mar2015

	CASP7
	HGLibA_07323
	TTGATATTTAGGCTTGCCGA
	human_geckov2_library_a_09mar2015

	CASP8
	HGLibA_07324
	TGATCGACCCTCCGCCAGAA
	human_geckov2_library_a_09mar2015

	P2RY6
	HGLibA_34892
	AAACGGCCGCGTGCCTTTGT
	human_geckov2_library_a_09mar2015

	LPAR6
	HGLibB_27027
	AAATCGATCTACACTAATAC
	human_geckov2_library_b_09mar2015

	PANX1
	HGLibB_35064
	AACTCACTGCAGAGCGAGTC
	human_geckov2_library_b_09mar2015

	P2RX7
	HGLibB_34819
	AAGAACAATATCGACTTCCC
	human_geckov2_library_b_09mar2015

	TNF
	HGLibB_50642
	AAGCCTGTAGCCCATGTTGT
	human_geckov2_library_b_09mar2015

	P2RX6
	HGLibB_34814
	AAGCTCCTTGATCTGAGTGA
	human_geckov2_library_b_09mar2015

	P2RX5
	HGLibA_34858
	AAGGACAGCGACTGCCACGC
	human_geckov2_library_a_09mar2015

	CYCS
	HGLibB_12017
	AATATGGGTGATGTTGAGAA
	human_geckov2_library_b_09mar2015

	P2RY14
	HGLibA_34881
	AATTCCGACTTGACTTAAGG
	human_geckov2_library_a_09mar2015

	MAPK1
	HGLibA_28247
	ACACCAAGTCCATTGATATT
	human_geckov2_library_a_09mar2015

	CYCS
	HGLibB_12016
	ACAGCCGCCAATAAGAACAA
	human_geckov2_library_b_09mar2015

	P2RY4
	HGLibA_34888
	ACCCACTTCGGGCACTACGC
	human_geckov2_library_a_09mar2015

	P2RX5
	HGLibB_34812
	ACCCCTGCAGGAGTGAAGAC
	human_geckov2_library_b_09mar2015

	NLRP1
	HGLibB_32053
	ACGTCAGGAATTTACTACAC
	human_geckov2_library_b_09mar2015

	P2RX3
	HGLibB_34807
	ACTCTACGCCAACAGAGTCA
	human_geckov2_library_b_09mar2015

	CYCS
	HGLibA_12028
	ACTCTTACCTTTGTTCTTAT
	human_geckov2_library_a_09mar2015

	P2RY11
	HGLibB_34827
	ACTGCGGCCATGTAGAGTAG
	human_geckov2_library_b_09mar2015

	P2RY13
	HGLibB_34833
	ACTGTGAGTATATGGAACTC
	human_geckov2_library_b_09mar2015

	PANX1
	HGLibA_35108
	ACTGTTAGCGTGTATCTACC
	human_geckov2_library_a_09mar2015

	P2RY13
	HGLibA_34880
	AGAACTGAGTATCCTCCCAA
	human_geckov2_library_a_09mar2015

	P2RX6
	HGLibB_34816
	AGAGAAGTTGAACTTGCTGA
	human_geckov2_library_b_09mar2015

	CCND2
	HGLibB_08068
	AGAGACCAGCCCGCTGACCG
	human_geckov2_library_b_09mar2015

	P2RX7
	HGLibB_34817
	AGAGCAGCGGTTGTGTCCCG
	human_geckov2_library_b_09mar2015

	TNF
	HGLibB_50641
	AGAGCTCTTACCTACAACAT
	human_geckov2_library_b_09mar2015

	P2RY14
	HGLibA_34883
	AGCATCAAACTACATCTTCG
	human_geckov2_library_a_09mar2015

	P2RX7
	HGLibA_34865
	AGCCGATGTACACAACCAGC
	human_geckov2_library_a_09mar2015

	P2RY4
	HGLibB_34842
	AGTACTGAACATTGTCAACG
	human_geckov2_library_b_09mar2015

	P2RY14
	HGLibB_34835
	AGTCCCACCTTAAGTCAAGT
	human_geckov2_library_b_09mar2015

	CASP8
	HGLibB_07319
	AGTCGTTGATTATCTTCAGC
	human_geckov2_library_b_09mar2015

	MAPK3
	HGLibB_28230
	ATACCAAGTCCATCGACATC
	human_geckov2_library_b_09mar2015

	P2RY12
	HGLibB_34830
	ATCGCTACCAGAAGACCACC
	human_geckov2_library_b_09mar2015

	P2RX7
	HGLibA_34864
	ATCTCTTACCAGACCGAAGT
	human_geckov2_library_a_09mar2015

	MAPK1
	HGLibB_28220
	ATTCAGCTGACATAATTCAC
	human_geckov2_library_b_09mar2015

	NLRP3
	HGLibA_32119
	ATTCTCCCCCACATAGAGTC
	human_geckov2_library_a_09mar2015

	ORAI1
	HGLibA_34590
	CAACGTGCACAATCTCAACT
	human_geckov2_library_a_09mar2015

	CASP9
	HGLibB_07325
	CAACTTCTCACAGTCGATGT
	human_geckov2_library_b_09mar2015

	P2RY1
	HGLibA_34868
	CAAGGCGCATTTGAACGACG
	human_geckov2_library_a_09mar2015

	P2RX3
	HGLibA_34853
	CAATGGCTGTGTCCCGTACC
	human_geckov2_library_a_09mar2015

	STIM1
	HGLibA_47440
	CACAGTATACAATTGGACCG
	human_geckov2_library_a_09mar2015

	P2RY4
	HGLibA_34889
	CACCCGCACCATTTACTACC
	human_geckov2_library_a_09mar2015

	P2RX3
	HGLibB_34805
	CACCTATGAGACCACCAAGT
	human_geckov2_library_b_09mar2015

	MAP2K
	HGLibB_28108
	CACCTTTCAAATCTACAGCA
	human_geckov2_library_b_09mar2015

	LPAR6
	HGLibB_27028
	CAGAATGCTTCCGTACATGT
	human_geckov2_library_b_09mar2015

	NLRP1
	HGLibB_32055
	CAGCGGCGTCCAGATGTGTC
	human_geckov2_library_b_09mar2015

	MLC1
	HGLibA_29365
	CAGGTCGTCGAGGTAATCGC
	human_geckov2_library_a_09mar2015

	P2RY13
	HGLibB_34832
	CAGTTCTCTCTGTCTTCTTA
	human_geckov2_library_b_09mar2015

	P2RY11
	HGLibA_34874
	CATCACCTGGTAGCCCACGT 
	human_geckov2_library_a_09mar2015

	STIM1
	HGLibB_47383
	CATCATCGTCCATCAGTTTG
	human_geckov2_library_b_09mar2015

	CASP9
	HGLibB_07326
	CATTCTCTCTCACGGCTGTC
	human_geckov2_library_b_09mar2015

	CCND2
	HGLibA_08076
	CCAACCCTACATGCGCAGAA
	human_geckov2_library_a_09mar2015

	CCND2
	HGLibA_08075
	CCAACGTGACGGATCCAAGT
	human_geckov2_library_a_09mar2015

	CCNE2
	HGLibB_08081
	CCAAGAAGCCCAGATAATCC
	human_geckov2_library_b_09mar2015

	MAPK3
	HGLibB_28229
	CCACGCGAGTCTTGCGCACG
	human_geckov2_library_b_09mar2015

	MLC1
	HGLibB_29324
	CCACGGTGATCATCGCTGCA
	human_geckov2_library_b_09mar2015

	MAPK3
	HGLibA_28271
	CCACGTGCGCAAGACTCGCG
	human_geckov2_library_a_09mar2015

	P2RY4
	HGLibB_34841
	CCACTATGTGCACTTCAGCT
	human_geckov2_library_b_09mar2015

	PANX1
	HGLibA_35110
	CCAGGTGTTACCGAGAACTT
	human_geckov2_library_a_09mar2015

	P2RY4
	HGLibA_34887
	CCCCAGCGTAGTGCCCGAAG
	human_geckov2_library_a_09mar2015

	P2RY12
	HGLibA_34875
	CCCTCGTTCTTACGTATGAC
	human_geckov2_library_a_09mar2015

	MAPK3
	HGLibA_28272 
	CCCTCTGACCTTAAGGTCGC
	human_geckov2_library_a_09mar2015

	P2RX6
	HGLibA_34862
	CCCTTTGAGTTTGGTGATGA
	human_geckov2_library_a_09mar2015

	P2RY4
	HGLibB_34843
	CCGAGCTGAAGTGCACATAG
	human_geckov2_library_b_09mar2015

	P2RY6
	HGLibB_34844
	CCGGCGTCGAGCGCACTGCC
	human_geckov2_library_b_09mar2015

	STIM1
	HGLibB_47385
	CCGTAACATCCACAAACTGA
	human_geckov2_library_b_09mar2015

	MLC1
	HGLibA_29366
	CCGTGCAGCGATGATCACCG
	human_geckov2_library_a_09mar2015

	NLRP3
	HGLibA_32117
	CGAAGCAGCACTCATGCGAG
	human_geckov2_library_a_09mar2015

	P2RX4
	HGLibA_34856
	CGAGCAGCGCACGCTCATCA
	human_geckov2_library_a_09mar2015

	TNF
	HGLibB_50640
	CGATCACTCCAAAGTGCAGC
	human_geckov2_library_b_09mar2015

	CASP9
	HGLibA_07331
	CGCAGCAGTCCAGAGCACCG
	human_geckov2_library_a_09mar2015

	P2RX4
	HGLibA_34854
	CGCTTCGACATCATTGTGTT
	human_geckov2_library_a_09mar2015

	MAPK3
	HGLibB_28231
	CGGAGTATGTGGCTACGCGC
	human_geckov2_library_b_09mar2015

	P2RY6
	HGLibA_34890
	CGGCAGGCGAAGTCGCCAAA
	human_geckov2_library_a_09mar2015

	ORAI1
	HGLibA_34589
	CGGCGAAGACGATAAAGATC
	human_geckov2_library_a_09mar2015

	P2RX7
	HGLibB_34818
	CGGGACACAACCGCTGCTCT
	human_geckov2_library_b_09mar2015

	NLRP1
	HGLibA_32098
	CGTATGCAGGTCCCCTTGAG
	human_geckov2_library_a_09mar2015

	P2RY2
	HGLibB_34839
	CTACAAGGTTACCCGGCCGC
	human_geckov2_library_b_09mar2015

	P2RY1
	HGLibA_34866
	CTACAGCATGTGCACGACCG
	human_geckov2_library_a_09mar2015

	P2RY2
	HGLibA_34886
	CTACAGGTGCCGCTTCAACG
	human_geckov2_library_a_09mar2015

	P2RY12
	HGLibA_34877
	CTAGACCGAACTCTGATTTA
	human_geckov2_library_a_09mar2015

	STIM1
	HGLibA_47442
	CTCAGTATGAGGAGACCTTC
	human_geckov2_library_a_09mar2015

	P2RX4
	HGLibB_34808
	CTCCGTTACGACCAAGGTCA
	human_geckov2_library_b_09mar2015

	CCNE2
	HGLibA_08086
	CTGATCCCCCCAGATAATAC
	human_geckov2_library_a_09mar2015

	P2RY2
	HGLibB_34838
	CTGGTCTATTACTACGCCCG
	human_geckov2_library_b_09mar2015

	P2RY13
	HGLibA_34878
	CTGTACTATCCGAGTGTCTC
	human_geckov2_library_a_09mar2015

	MAPK1
	HGLibA_28262
	CTTATCTACCAAATTCTCCG
	human_geckov2_library_a_09mar2015

	CASP9
	HGLibA_07330
	CTTCGTTTCTGCGAACTAAC
	human_geckov2_library_a_09mar2015

	P2RY11
	HGLibA_34873
	CTTCTCCTTACCCGAGACGT
	human_geckov2_library_a_09mar2015


Table 2. Comparative toxicological genomics database of ATPexGen gene
	GeneSymbl
	ChemicalName
	GeneForms
	Interaction
	InteractionActions
	PubMedIDs

	CASP3
	10-(2-pyrazolylethoxy)camptothecin
	protein
	10-(2-pyrazolylethoxy)camptothecin results in increased activity of CASP3 protein
	increases^activity
	18708040

	CASP8
	10-(2-pyrazolylethoxy)camptothecin
	protein
	10-(2-pyrazolylethoxy)camptothecin results in increased activity of CASP8 protein
	increases^activity
	18708040

	MAPK1
	103D5R
	protein
	103D5R results in decreased phosphorylation of MAPK1 protein
	decreases^phosphorylation
	15695405

	MAPK3
	103D5R
	protein
	103D5R results in decreased phosphorylation of MAPK3 protein
	decreases^phosphorylation
	15695405

	CASP3
	10-decarbamoylmitomycin C
	protein
	10-decarbamoylmitomycin C results in increased activity of CASP3 protein
	increases^activity
	17530733

	CASP9
	10-decarbamoylmitomycin C
	protein
	10-decarbamoylmitomycin C results in increased activity of CASP9 protein
	increases^activity
	17530733

	CASP3
	10-hydroxycamptothecin
	protein
	[10-hydroxycamptothecin co-treated with Fluorouracil co-treated with Leucovorin] results in increased activity of CASP3 protein
	affects^cotreatment|increases^activity

	12934351

	BAX
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	protein
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one affects the localization of BAX protein
	affects^localization
	20833157

	CASP3
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	protein
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one inhibits the reaction [XIAP protein binds to CASP3 protein]
	affects^binding|decreases^reaction
	20833157

	CASP3
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	protein
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one results in increased activity of and results in increased cleavage of CASP3 protein
	increases^activity|increases^cleavage
	20833157

	CASP3
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	protein
	[benzoylcarbonyl-aspartyl-glutamyl-valyl-aspartyl-fluoromethyl ketone results in decreased activity of CASP3 protein] which results in decreased susceptibility to 10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	decreases^activity|decreases^response to substance
	20833157

	CASP3
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	protein
	CASP8 protein affects the susceptibility to [10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one results in increased activity of CASP3 protein]
	affects^response to substance|increases^activity
	20833157

	CASP8
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	protein
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one inhibits the reaction [FADD protein binds to CASP8 protein]
	affects^binding|decreases^reaction
	20833157

	CASP8
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	protein
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one results in increased activity of and results in increased cleavage of CASP8 protein
	increases^activity|increases^cleavage
	20833157

	CASP8
	10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one

	protein
	CASP8 protein affects the susceptibility to 10-methoxy-2,2-dimethyl-2,6-dihydropyrano(3,2-c)quinolin-5-one
	affects^response to substance
	20833157

	CASP3
	10'(Z),13'(E),15'(E)-heptadecatrienylhydroquinone
	protein
	10'(Z),13'(E),15'(E)-heptadecatrienylhydroquinone results in increased activity of CASP3 protein
	increases^activity
	23088786

	CASP3
	10'(Z),13'(E),15'(E)-heptadecatrienylhydroquinone
	protein
	Acetylcysteine inhibits the reaction [10'(Z),13'(E),15'(E)-heptadecatrienylhydroquinone results in increased activity of CASP3 protein]
	decreases^reaction|increases^activity
	23088786

	CASP9
	10'(Z),13'(E),15'(E)-heptadecatrienylhydroquinone
	protein
	10'(Z),13'(E),15'(E)-heptadecatrienylhydroquinone results in increased activity of CASP9 protein
	increases^activity
	23088786

	MAPK14
	11,11'-dideoxyverticilin
	protein
	11,11'-dideoxyverticilin results in increased expression of and results in increased phosphorylation of MAPK14 protein
	increases^expression|increases^phosphorylation
	15963507


Table 3.The Comparative Toxicogenomics Database
	Symbol
	NCBI 

GeneID 
	Description 
	Chromosomes 
	Nomenclature ID   
	Ensembl 

GeneIDs 
	Synonyms
	SwissProt

Accessions

	ANO6
	196527
	anoctamin 6
	12
	HGNC:25240
	ENSG00000177119
	SCTS,BDPLT7,TMEM16F
	Q4KMQ2

	BAX
	581
	BCL2 

associated X, 

apoptosis regulator
	19
	HGNC:959
	ENSG00000087088
	BCL2L4
	Q07812

	CASP1
	834
	caspase 1
	11
	HGNC:1499
	ENSG00000137752
	ICE,P45,IL1BC
	
P29466


	CASP3
	836
	caspase 3
	4
	HGNC:1504
	ENSG00000164305
	CPP32,SCA-1,CPP32B
	P42574

	CASP7
	840
	caspase 7
	10
	HGNC:1508
	ENSG00000165806
	MCH3,CMH-1,LICE2,CASP-7,ICE-LAP3
	P55210

	CASP8
	841
	caspase 8
	2
	HGNC:1509
	ENSG00000064012
	CAP4,MACH,MCH5,FLICE,ALPS2B,Casp-8
	Q14790

	CASP9
	842
	caspase 9
	1
	HGNC:1511
	ENSG00000132906
	MCH6,APAF3,APAF-3,PPP1R56,ICE-LAP6
	P55211

	CCND2
	894
	cyclin D2
	12
	HGNC:1583
	ENSG00000118971
	MPPH3,KIAK0002
	P30279

	CCNE2
	9134
	cyclin E2
	8
	HGNC:1590
	ENSG00000175305
	CYCE2
	O96020

	CYCS
	54205
	cytochrome c, somatic
	7
	HGNC:19986
	ENSG00000172115
	CYC,HCS,THC4
	P99999

	LPAR6
	10161
	lysophosphatidic acid receptor 6
	13
	HGNC:15520
	ENSG00000139679
	LAH3,P2Y5,ARWH1,HYPT8,LPA-6,P2RY5
	P43657

	MAP2K4
	6416
	mitogen-activated protein kinase kinase 4
	17
	HGNC:6844
	ENSG00000065559
	JNKK,MEK4,MKK4,SEK1,SKK1,JNKK1,SERK1,MAPKK4,PRKMK4,SAPKK1,SAPKK-1
	P45985

	MAPK1
	5594
	mitogen-activated protein kinase 1
	22
	HGNC:6871
	ENSG00000100030
	ERK,p38,p40,p41,ERK2,ERT1,NS13,ERK-2,MAPK2,PRKM1,PRKM2,P42MAPK,p41mapk,p42-MAPK
	P28482

	MAPK14
	1432
	mitogen-activated protein kinase 14
	6
	HGNC:6876
	ENSG00000112062
	RK,p38,CSBP,EXIP,Mxi2,CSBP1,CSBP2,CSPB1,PRKM14,PRKM15,SAPK2A,p38ALPHA
	Q16539

	MAPK3
	5595
	mitogen-activated protein kinase 3
	16
	HGNC:6877
	ENSG00000102882
	ERK1,ERT2,ERK-1,PRKM3,P44ERK1,P44MAPK,HS44KDAP,HUMKER1A,p44-ERK1,p44-MAPK
	P27361

	MLC1
	23209
	modulator of VRAC current 1
	22
	HGNC:17082
	ENSG00000100427
	VL,LVM,MLC
	Q15049

	MROCKI
	285758
	MARCKS cis regulating lncRNA promoter of cytokines and inflammation
	6
	HGNC:50323
	ENSG00000227502
	ROCKI,LINC01268
	

	NLRP1
	22861
	NLR family pyrin domain containing 1
	17
	HGNC:14374
	ENSG00000091592
	NAC,JRRP,MSPC,AIADK,CARD7,CIDED,NALP1,SLEV1,DEFCAP,PP1044,VAMAS1,CLR17.1,DEFCAP-L/S
	Q9C000

	NLRP3
	114548
	NLR family pyrin domain containing 3
	1
	HGNC:16400
	ENSG00000162711
	AII,AVP,FCU,MWS,FCAS,KEFH,CIAS1,FCAS1,NALP3,C1orf7,CLR1.1,DFNA34,PYPAF1,AGTAVPRL
	Q96P20

	ORAI1
	84876
	ORAI calcium release-activated calcium modulator 1
	12
	HGNC:25896
	ENSG00000276045
	IMD9,TAM2,ORAT1,CRACM1,TMEM142A
	Q96D31

	P2RX3
	5024
	purinergic receptor P2X 3
	11
	HGNC:8534
	ENSG00000109991
	P2X3
	P56373

	P2RX4
	5025
	purinergic receptor P2X 4
	12
	HGNC:8535
	ENSG00000135124
	P2X4,P2X4R
	Q99571

	P2RX5
	5026
	purinergic receptor P2X 5
	17
	HGNC:8536
	ENSG00000083454
	P2X5,LRH-1,P2X5R
	Q93086

	P2RX6
	9127
	purinergic receptor P2X 6
	22
	HGNC:8538
	ENSG00000099957
	P2X6,P2XM,P2RXL1
	O15547

	P2RX7
	5027
	purinergic receptor P2X 7
	12
	HGNC:8537
	ENSG00000089041
	P2X7
	Q99572

	P2RY1
	5028
	purinergic receptor P2Y1
	3
	HGNC:8539
	ENSG00000169860
	P2Y1,SARCC
	P47900

	P2RY11
	5032
	purinergic receptor P2Y11
	19
	HGNC:8540
	ENSG00000244165
	P2Y11
	Q96G91

	P2RY12
	64805
	purinergic receptor P2Y12
	3
	HGNC:18124
	ENSG00000169313
	HORK3,P2Y12,ADPG-R,BDPLT8,SP1999,P2T(AC),P2Y(AC),P2Y(12)R,P2Y(ADP),P2Y(cyc)
	Q9H244

	P2RY13
	53829
	purinergic receptor P2Y13
	3
	HGNC:4537
	ENSG00000181631
	GPCR1,GPR86,GPR94,P2Y13,SP174,FKSG77
	Q9BPV8

	P2RY14
	9934
	purinergic receptor P2Y14
	3
	HGNC:16442
	ENSG00000174944
	P2Y14,BPR105,GPR105
	Q15391

	P2RY2
	5029
	purinergic receptor P2Y2
	11
	HGNC:8541
	ENSG00000175591
	P2U,HP2U,P2U1,P2UR,P2Y2,P2RU1,P2Y2R
	P41231

	P2RY4
	5030
	pyrimidinergic receptor P2Y4
	X
	HGNC:8542
	ENSG00000186912
	NRU,P2P,UNR,P2Y4
	P51582

	P2RY6
	5031
	pyrimidinergic receptor P2Y6
	11
	HGNC:8543
	ENSG00000171631
	P2Y6
	Q15077

	PANX1
	24145
	pannexin 1
	11
	HGNC:8599
	ENSG00000110218
	PX1,MRS1,OOMD7,OZEMA7,UNQ2529
	Q96RD7


Table 4. ATPexGen gene primer
	Gene(H)
	Prime
	Product length
	Login ID

	P2RX7
	F: TTGACACCGCAGACTACACC
	116
	NM_002562.6

	
	R: GGTCAGAGGAACAGAGCGTC
	
	

	Caspase3
	F:ATGGGTGCTATTGTGAGGCG
	117
	NM_001354777.2

	
	R: TCACGGCCTGGGATTTCAAG
	
	

	PANX1
	F: ACGTGTTCTCGGATTTCTTGC
	87
	NM_015368.4

	
	R: TGACCATCTTGTCCACAGCC
	
	

	CASP1
	F: CCGTTCCATGGGTGAAGGTA
	174
	NM_001223.5

	
	R: CAAATTTGGCATGCCTGT
	
	

	P2RY1
	F: GGTATTCATCATCGGCTTCCT
	119
	NM_002563.5

	
	R: ACAAGAAGTCGGCCAGAGC
	
	

	P2RY11
	F: AACGTCTCGGGTGCCAAG
	70
	NM_002566.5

	
	R: GGAACCCACTGAGTTTGTCG
	
	

	ORAI1
	F: CCCTTCGGCCTGATCTTTA
	89
	NM_032790.4

	
	R: TTGAGCTCCTGGAACTGTCG
	
	

	STIM1
	F: GCCTCAGCCATAGTCACAGT
	152
	NM_001277961.3

	
	R: GTGGATGTTACGGACTGCC
	
	

	CASP8
	F: ATCAAGCCCCACGATGACTG
	250
	NM_033355.4

	
	R: TATCCCCCTGACAAGCCTG
	
	

	Caspase9
	F: AGGCCCCATATGATCGAGGA
	193
	NM_001229.5

	
	R: TCGACAACTTTGCTGCTTG
	
	

	CASP7
	F: GGGCCCATCAATGACACAGA
	168
	NM_033338.6

	
	R: GTCTTTTCCGTGCTCCTCCA
	
	

	P2RX3
	F: CCCCAGGCTACAACTTCAGG
	124
	XM_011545069.3

	
	R: AACTTGCCAGCATTCCCGTA
	
	

	NLRP1
	F: ACACTGTGTCTGGGTCTGGT
	228
	NM_001033053.3

	
	R: TAGTATCTCCTGGCGTCTCTGT
	
	

	P2RX4
	F: CATCCTGGCCTACGTCATC
	97
	NM_001256796.2

	
	R: GTAGCCCTTTTCCCACACA
	
	

	P2RX5
	F: ATCACCAAAGTCAAGGGCGT
	277
	NM_001204519.2

	
	R: CCAAGTTCTCTCTCCGCAG
	
	

	SAPK
	F: AGTGGGTTGCATCATGGGAG
	80
	NM_001364610.2

	
	R: CAAGGTCGCGGGGAAGGATA
	
	

	P38 MAPK
	F: TCTGTAGGCTGCATTCTGGC
	195
	NM_002745.5

	
	R: CCTGTTCCATGGCACCTTA
	
	

	ASK1
	F: CCCTCATTGCAAGCCTCAGA
	90
	NM_005923.4

	
	R: AGTCCAGCTCCAGTTTCAG
	
	

	NOX2
	F: GGGGTTGAACGTCTTCCTCTT
	95
	NM_000397.4

	
	R: CCAGTGCTGACCCAAGAAGT
	
	

	BAX
	F: TTGCTTCAGGGTTTCATC
	115
	NM_001291428.2

	
	R: TGAGACACTCGCTCAGCTTC
	
	

	MLC
	F: TCTGACAGCGCCAACATTCT
	88
	NM_001376472.1

	
	R: AGATGCCTGCGATTACCTC
	
	

	ROCK1
	F:TCCTGCCAATTGTGATGCCT
	273
	NM_005406.3

	
	R:GGGGAAGCACGAACAAAACC
	
	

	ERK1/2
	F:TTCCCAGTTCTTGACCCCTG
	76
	NM_002745.5

	
	R:TCCAAACGGCTCAAAGGA
	
	

	P2X6
	F: ACTGCCGCTATGAACCACAA
	120
	NM_001159554.2

	
	R: TGATGCCTACAGAGCCACC
	
	

	CYTC
	F: AAGGGAGGCAAGCACAAGAC
	91
	NM_018947.6

	
	R: TGGCGGCTGTGTAAGAGTATC
	
	

	TNF-1
	F:ACCACCACTTCGAAACCTGG
	106
	NM_000594.4

	
	R:GTAGGCCCCAGTGAGTTCTG
	
	

	P2RY5
	F: GCGTTAACAGCTCCCACTG
	139
	NM_005767.7

	
	R: CGGACTTTGAGGACGCAGAT
	
	

	P2RY14
	F: CTCCACACAGCCTCCAGATG
	269
	NM_001081455.2

	
	R: TGCACACAAACACGTTCAGC
	
	

	P2RY13
	F: GCAACAAGGAAGCAACACC
	249
	NM_176894.3

	
	R: AGAAGACAGCCACGACAACAA
	
	

	P2RY12
	F: CCCCAGGAAAAAGGTGAACG
	96
	NM_022788.5

	
	R: AGGGTGTAAGGAATTCGGGC
	
	

	P2RY6
	F: CTGCCTGGCTAGTGTGTGTA
	175
	NM_176797.3

	
	R: AAGCCGATGACAGTGAGAGC
	
	

	P2RY4
	F: TTATGCAGCCCACAACCACT
	208
	NM_002565.4

	
	R: TACGACCAACCAAACTGCCA
	
	

	P2RY2
	F: TAACAGTTGCCTTGACCCCG
	194
	NM_176072.3

	
	R: TCCGCCTAGAGTCCTCACTG
	
	

	ANO6
	F: CGAACCCCGGAGTTTGAAGA
	190
	NM_001025356.3

	
	R: GCAGGCCATGACAGATAAGGT
	
	

	cyclinE2
	F: TGTGTAGATTGGATGGTAC
	225
	XM_054361490.1

	
	R: TTCAGTGCTCTTCGGTGGTG
	
	

	cyclinD2（CCND2）
	F: GCTGTCTCTGATCCGCAAG
	110
	NM_001759.4

	
	R: CTGCTCCCACACTTCCAGTT
	
	

	
	R: CACGTTGGAATAGGTGGCCT
	
	

	
	R: TGCCCTCAGTCTCTCCATACA
	
	


